Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.013 Å; disorder in solvent or counterion; R factor = 0.081; wR factor = 0.268; data-toparameter ratio = 13.6.
In the centrosymmetric title complex, [Cu 2 (C 12 H 10 N 4 )-(C 18 H 15 P) 4 ](BF 4 ) 2 Á2CH 2 Cl 2 , the Cu I atom adopts a distorted tetrahedral geometry, defined by two P atoms from two triphenylphosphine ligands and two N atoms from a pyridine-2-carbaldehyde azine ligand. The two Cu atoms are bridged by the centrosymmetric pyridine-2-carbaldehyde azine ligand. The F atoms of the tetrafluoridoborate anion are disordered over two sites [occupancy factors = 0.68 (5) and 0.32 (5)]. The dichloromethane solvent molecule is disordered over four sites, with occupancy factors of 0.513 (4), 0.173 (5), 0.141 (5) and 0.173 (5).
Related literature
For general background to the use of neutral pyridine-azines in the construction of di-, tri-and polynuclear complexes, see: Tuna et al. 
Experimental
Crystal data [Cu 2 (C 12 Table 1 Selected bond lengths (Å ). 2.061 (6) Cu1-N2 2.175 (5) 
Comment
Neutral pyridine-azines are excellent bridging ligands in coordination chemistry. They are often used to construct some di-, tri-and polynuclear complexes (Tuna et al., 2003; Guo et al., 2002; Hamblin et al., 2002; Zhou et al., 2006) . We describe here the synthesis and structure of a new copper(I) compound with a pyridine-2-carbaldehyde azine ligand.
The molecular structure of the title compound is depicted in Fig. 1 . The complex is a centrosymmetric dimer with two
Cu
I atoms bridged by a pyridine-2-carbaldehyde azine ligand. The Cu I atom has a distorted tetrahedral geometry with two P atoms from two triphenylphosphine ligands and two N atoms from the bridging pyridine-2-carbaldehyde azine ligand. The bond angles around the Cu atom are in the range of 77.5 (2)° (N1-Cu1-N2) to 124.02 (7) et al., 2006; Zhou et al., 2006) .
Experimental
Pyridine-2-carbaldehyde and CuBF 4 .4CH 3 CN were prepared by literature method (Mo et al., 2006; Zhou et al., 2006) . respectively. The disorder of the anion and solvent molecule may cause high value of the weighted R factor for this structure.
The highest peak and deepest hole in the final difference map were associated with atom C45 (at distances of 0.78 Å). 0.080 (6) 0.095 (7) 0.067 (6) 
